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SEQUENCE LISTING 
< 1 1 0> Kabushiki Kaisha Hayashibara Seibutsu Kagaku Kenkyujo 

<120> Cyclic mal tosylmal tose, cyclic mal tosylmal tose-forming enzyme, their 
preparation and uses 

<130> 10102802 

<160> 10 

<210> 1 
<211> 5 
<212> PRT 

<213> Arthrobacter globiformis 
<400> 1 

Asp Pro Thr Thr Ser 
1 5 

<210> 2 
<211> 583 
<212> PRT 

<213> Arthrobacter globiformis 
<400> 2 

Asp Pro Thr Thr Ser Pro Gly Pro Leu Ala Glu Gly Asp Val He Tyr 

15 10 15 

Gin Val Leu Val Asp Arg Phe Glu Asp Gly Asp Pro Thr Asn Asn Asp 

20 25 30 

Gin Gly Asp Gly Glu Tyr Asp Pro Ser Asp Leu Gly Phe Tyr His Gly 

35 40 45 

Gly Asp Trp Ala Gly Leu Thr Asp Arg Leu Asp Tyr He Ala Asp Leu 

50 55 60 

Gly Val Thr Ala He Trp Leu Ser Pro Val Ser Glu Gin Gin Pro Leu 



I) 
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65 70 75 80 

Ser Arg Asp Gly Leu Glu Ala Ser Tyr His Gly Tyr Phe Thr Arg Asp 

85 90 95 

Phe Ala Thr Pro Asn Glu His Phe Gly Asp Arg Ala Glu Leu Gin Glu 

100 105 110 

Leu lie Asp Thr Ala His Asp Leu Gly Leu Lys Met He Leu Asp Val 

115 120 125 

Val Pro Asn His Thr Ala Asp Tyr Leu Ala Gly Thr Ser Thr Thr Tyr 

130 135 140 

Ser Pro Ser Thr Tyr Lys Pro Ala Ser Pro Leu Asp Asp Ala Ser Tyr 
145 150 155 160 

Phe His His Ala Gly Asp Cys Leu Phe Asn Gly Leu Glu Thr Gin Thr 

165 170 175 

Gin He Glu Asn Cys Asp Leu Gly Gly Leu Asp Asp Leu Asp Gin Ser 

180 185 190 

Asn Pro Val Val Ser Ser His Leu Met Ser Thr Tyr Lys Asp Trp Val 

195 200 205 

Asp Met Gly Phe Asp Gly He Arg Val Asp Ala Ala Arg Ser Val Pro 

210 215 220 

Lys Pro Trp Leu Ala Asp Phe Glu Ala Glu Met Gly Val Pro Thr Phe 
225 230 235 240 

Gly Glu Val Phe Val Gly Asp Val Asp Tyr Val Ser Glu Tyr Gin Asp 

245 250 255 

Tyr Glu Trp Gly Val Leu Asp Phe Pro Tyr Phe Phe Thr Val Arg Glu 

260 265 270 

Ala Phe Ser Ala Asp Thr Asp Met Asn Lys Leu Gly Asp Leu Phe Asp 

275 280 285 

Gin Asp Ser Lys Tyr Ala Asn Pro Asn Arg Leu Glu Thr Phe Leu Asp 

290 295 300 

Asn His Asp Arg Ala Arg Phe Leu Thr Trp Ala Asp Asp Asn Tyr Gin 
305 310 315 320 

Arg Leu Arg Ser Gly Leu Thr Phe Leu Leu Thr Ser Arg Gly Val Pro 

325 330 335 

Val He Tyr Tyr Gly Thr Glu Gin Ala Asp Asp Gly Asn Gly Asn Pro 

340 345 350 
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Tyr Glu Val Pro lie Ala Asn Lys Asp Asn Arg Lys Asp Met Glu Ser 

355 360 365 

Phe Asp Gin Asn Ser Asn Leu Tyr Lys His He Gin Arg Leu Thr Ala 

370 375 380 

He Lys Ala Ala Tyr Pro Ala Leu Gin Val Gly Thr Gin Arg Glu Met 
385 390 395 400 

Trp Ser Asp Thr Ser Val Tyr Gly Phe Ser Arg Arg Val Asp Ser Thr 

405 410 415 

Gly Ala Glu Ala Met Thr Phe Ser Ser Asn Ser Trp Thr Thr Gin Thr 

420 425 430 

Arg Thr Val Pro Leu Arg Ala Glu Ser Ser He Thr Val Gly Thr Thr 

435 440 445 

Leu Thr Asn Leu Met Asn Thr Gly Asp Thr Val Thr Val Thr Ala Gly 

450 455 460 

Gly Val Thr Gly Lys Gin He Thr Val Ser Leu Gly Glu His Glu Ser 
465 470 475 480 

Lys Val Tyr Ala Pro Gly Thr Pro Val Ser Ala Tyr Ser Pro Glu Ala 

485 490 495 

Arg Asn Thr. Thr Lys He Arg Val His Tyr Asn Val Gly Leu Gly His 

500 505 510 

Ser He Ala He Arg Gly Asp Glu Tyr Pro Phe Thr Trp Thr Ser Gly 

515 520 525 

Arg Gly Ala Arg Asn Val Ala Ser Asp Val Trp Glu Phe Glu Val Glu 

530 535 540 

Arg He Pro Asp Gly Glu Thr Phe Gin Phe Lys Pro Leu He Asp Asp 
545 550 555 560 

Val Thr Trp Ser Thr Gly Gly Asn Phe Thr Gly Thr Gly Gly Asp Val 

565 570 575 

He Asp He Tyr Pro Thr Phe 

580 583 



<210> 3 
<211> 1749 
<212> DNA 

<213> Arthrobacter globiformis 



I 
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<400> 3 

gaccccacca cgtcgcccgg cccgctggcc gagggcgacg tgatctacca ggtgctcgtc 60 

gaccggttcg aagacggcga ccccaccaac aacgaccagg gcgacggaga gtacgatccg 120 

tccgacctcg gtttctacca cggcggcgac tgggcgggcc tgacggaccg gctcgactac 180 

atcgccgatc tgggtgtgac ggcgatctgg ctctcgcccg tctccgagca gcagccgctc .240 

tcgcgcgacg ggctggaggc cagctaccac ggctacttca ctcgggactt cgcgacgccg 300 

aacgagcatt tcggcgaccg agccgagctg caggagctga tcgacacggc gcacgatctc 360 

ggactcaaga tgatcctcga cgtcgtgccg aaccacacgg ccgactacct cgcgggcaca 420 

tcgacgacct attcgccgag cacctacaag ccggcgagtc cgctcgatga cgcgtcgtac 480 

ttccatcacg ccggcgactg cctgttcaac gggctcgaga cgcagaccca gatcgagaac 540 

tgcgacctcg gcgggctcga cgacctcgat cagtcgaacc cggtcgtctc gtcgcacctg 600 

atgagcacgt acaaggactg ggtcgacatg ggcttcgacg gcatccgggt cgatgcggcg 660 

cgctcggtgc cgaagccgtg gctcgccgac ttcgaagccg agatgggcgt gccgaccttc 720 

ggcgaggtgt tcgtcggcga tgtcgactac gtctcggagt accaggacta cgagtggggc 780 

gtgctcgact tcccctactt cttcacggtg cgcgaggcgt tctcggccga taccgacatg 840 

aacaagctcg gcgacctctt cgaccaggac agcaagtacg cgaacccgaa ccggctggag 900 

acgttcctcg acaaccacga tcgggcgcgg ttcctcacct gggccgatga caactatcag 960 

cggctgcgct caggactgac gttcctccta acctcccggg gcgtgcccgt gatctactac 1020 

ggcaccgagc aggccgacga cggcaacggc aacccctacg aggtaccgat cgcgaacaag 1080 

gacaaccgca aggacatgga gagcttcgat cagaactcga acctctacaa gcacatccag 1140 

cggttgaccg cgatcaaggc cgcttacccg gctctgcagg tcggcacaca gcgcgagatg 1200 

tggtccgaca cctccgtcta cgggttctcg cgacgcgtcg acagcacggg tgccgaggcg 1260 

atgaccttct cgtcgaactc gtggacgacg cagacgcgca cggtgccgct gcgcgccgag 1320 

agctcgatca cggtcggtac gacgctgacg aacctcatga acacgggcga cacggtgacc 1380 

gtgaccgccg gcggtgtcac ggggaagcag atcaccgtct ccctcggcga gcacgagagc 1440 

aaggtctatg cgcccggcac cccggtatcg gcatacagcc ccgaagcgcg caacaccacg 1500 

aagatccgcg tgcactacaa cgtgggcctc gggcacagca tcgcgatccg cggcgacgag 1560 

tacccgttca cctggacctc cggccgaggc gcgcgcaacg tcgcgtccga cgtctgggag 1620 

ttcgaggtcg agcgcatccc cgacggtgag accttccagt tcaagcctct gatcgacgac 1680 

gtcacctggt cgaccggcgg caacttcacc gggacgggcg gcgacgtgat cgacatctac 1740 

cccacct tc 1749 



<210> 4 
<211> 9 
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<212> PRT 

<213> Arthrobacter globi forrai s 
<400> 4 

His He Gin Arg Leu Thr Ala He Lys 
1 5 

<210> 5 
<211> 13 
<212> PRT 

<213> Arthrobacter globiformis 
<400> 5 

Asp Met Glu Ser Phe Asp Gin Asn Ser Asn Leu Tyr Lys 
1 5 10 

<210> 6 
<211> 10 
<212> PRT 

<213> Arthrobacter globiformis 
<400> 6 

Leu Gly Asp Leu Phe Asp Gin Asp Ser Lys 
1 5 10 

<210> 7 
<211> 27 
<212> PRT 

<213> Arthrobacter globiformis 
<400> 7 

Met He Leu Asp Val Val Pro Asn His Thr Ala Asp Tyr Leu Ala Gly 

15 10 15 

Thr Ser Thr Thr Tyr Ser Pro Ser Thr Tyr Lys 

20 25 
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<210> 8 
<211> 20 
<212> PRT 

<213> Arthrobacter globiformis 
<400> 8 

Asp Trp Val Asp Met Gly Phe Asp Gly lie Arg Val Asp Ala Ala Arg 

1 5 10 15 

Ser Val Pro Lys 

20 

<210> 9 
<211> 30 
<212> PRT 

<213> Arthrobacter globiformis 
<400> 9 

Tyr Ala Asn Pro Asn Arg Leu Glu Thr Phe Leu Asp Asn His Asp Arg 

15 10 15 

Ala Arg Phe Leu Thr Trp Ala Asp Asp Asn Tyr Gin Arg Leu 

20 25 30 

<210> 10 
<211> 4467 
<212> DNA 

<213> Arthrobacter globiformis 



<400> 10 

ggatccctga gctggatggg catggctcac gcgctcgatc tcgagggggc ggcgaaggag 60 

ctggcgaccg cagccggcga ggcacctctc ctccgcccgg ccgacctcgt ctacctcggc 120 

gtcgatctcg cgcagacgac ggagggagaa cggtcgcagc gggaggcgct cgggctcgct 180 

gtcgtcgagc agaacgctct cgtcgccgat cctcggcgag ctgctcggac cgcacgagcc 240 

cacctcgccc caggaccgtt catcgtgcac ctggacgtcg atgtgctgga cttcctcgac 300 

gcaccccttg ccgagaacgt gaacggccga aacagcgggc cgaccgtcga gcagctgcgg 360 
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gtcgcactcg ccgagcttct gcagcatccg gactgctggg cgatgtccat cggccaggtg 420 

gtccccgcgc acgcggcggc cgacccgacc tccatcccgc ggctcatcgg cgccctggcc 480 

gtgagctcca cgtagccgga cgtcgctcct ggagcggagc cgctccggca ggaacggcgt 540 

cgcaccccgt cgagcggggg cgtcgccctc ttcgacgggg tctgcggcgc ggctacccgc 600 

gcggcagcgt gagccgccac cgaccagatc tcatgcattt ggacgaactt cgccgtccaa 660 

ttctctccgc gcctcaagca ggtatacatc gctcgaacgc gtcttcactg gcctgacggt 720 

ccgcgatcac gtcgtgcagt gaagcatcct gccgcgaagg gtcttgatgc gcatgcagta 780 

cgggagtcga atcactttca cgggcacggc cggtgtcagt acttgacaaa acgcatttat 840 

acatgttgca tcgatccagt aaaccgtgca gctcgcggac cgatgcgcat ccgacaacga 900 

agtcaggaga gagtc atg aga acg aca gtt cgt acc get cgc gtc tec gcg 951 

Met Arg Thr Thr Val Arg Thr Ala Arg Val Ser Ala 
1 5 10 

cgt acg ggc etc gcg atg gga gca gee gtc gcg ctg gcg gec ggc gcg 999 
Arg Thr Gly Leu Ala Met Gly Ala Ala Val Ala Leu Ala Ala Gly Ala 
15 20 25 

etc acc tgg ggc acc ggc ccc gca ccc gcg agt gec gac ccc acc acg 1047 
Leu Thr Trp Gly Thr Gly Pro Ala Pro Ala Ser Ala Asp Pro Thr Thr 
30 35 40 

teg ccc ggc ccg ctg gec gag ggc gac gtg ate tac cag gtg etc gtc 1095 
Ser Pro Gly Pro Leu Ala Glu Gly Asp Val He Tyr Gin Val Leu Val 
45 50 55 60 

gac egg ttc gaa gac ggc gac ccc acc aac aac gac cag ggc gac gga 1143 
Asp Arg Phe Glu Asp Gly Asp Pro Thr Asn Asn Asp Gin Gly Asp Gly 

65 70 75 

gag tac gat ccg tec gac etc ggt ttc tac cac ggc ggc gac tgg gcg 1191 
Glu Tyr Asp Pro Ser Asp Leu Gly Phe Tyr His Gly Gly Asp Trp Ala 

80 85 90 



ggc ctg acg gac egg etc gac tac ate gec gat ctg ggt gtg acg gcg 
Gly Leu Thr Asp Arg Leu Asp Tyr He Ala Asp Leu Gly Val Thr Ala 



1239 



I 
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95 100 105 

ate tgg etc teg ccc gtc tec gag cag cag ccg etc teg cgc gac ggg 1287 
He Trp Leu Ser Pro Val Ser Glu Gin Gin Pro Leu Ser Arg Asp Gly 
110 115 120 

ctg gag gec age tac cac ggc tac ttc act egg gac ttc gcg acg ccg 1335 
Leu Glu Ala Ser Tyr His Gly Tyr Phe Thr Arg Asp Phe Ala Thr Pro 
125 130 135 140 

aac gag cat ttc ggc gac cga gee gag ctg cag gag ctg ate gac acg 1383 
Asn Glu His Phe Gly Asp Arg Ala Glu Leu Gin Glu Leu He Asp Thr 

145 150 155 

gcg cac gat etc gga etc aag atg ate etc gac gtc gtg ccg aac cac 1431 
Ala His Asp Leu Gly Leu Lys Met He Leu Asp Val Val Pro Asn His 

160 165 170 

acg gee gac tac etc gcg ggc aca teg acg acc tat teg ccg age acc 1479 
Thr Ala Asp Tyr Leu Ala Gly Thr Ser Thr Thr Tyr Ser Pro Ser Thr. 
175 180 . 185 

tac aag ccg gcg agt ccg etc gat gac gcg teg tac ttc cat cac gee 1527 
Tyr Lys Pro Ala Ser Pro Leu Asp Asp Ala Ser Tyr Phe His His Ala 
190 195 200 

ggc gac tgc ctg ttc aac ggg etc gag acg cag acc cag ate gag aac 1575 
Gly Asp Cys Leu Phe Asn Gly Leu Glu Thr Gin Thr Gin He Glu Asn 
205 210 215 220 

tgc gac etc ggc ggg etc gac gac etc gat cag teg aac ccg gtc gtc 1623 
Cys Asp Leu Gly Gly Leu Asp Asp Leu Asp Gin Ser Asn Pro Val Val 

225 230 235 

teg teg cac ctg atg age acg tac aag gac tgg gtc gac atg ggc ttc 1671 
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Ser Ser His Leu Met Ser Thr Tyr Lys Asp Trp Val Asp Met Gly Phe 

240 245 250 

gac ggc ate egg gtc gat gcg gcg cgc teg gtg ccg aag ccg tgg etc 1719 
Asp Gly He Arg Val Asp Ala Ala Arg Ser Val Pro Lys Pro Trp Leu 
255 260 265 



gee gac ttc gaa gec gag atg ggc gtg ccg ace ttc ggc gag gtg ttc 1767 
Ala Asp Phe Glu Ala Glu Met Gly Val Pro Thr Phe Gly Glu Val Phe 
270 275 280 



gtc ggc gat gtc gac tac gtc teg gag 

Val Gly Asp Val Asp Tyr Val Ser Glu 
285 290 

gtg etc gac ttc ccc tac ttc ttc acg 

Val Leu Asp Phe Pro Tyr Phe Phe Thr 

305 

gat acc gac atg aac aag etc ggc gac 
Asp Thr Asp Met Asn Lys Leu Gly. Asp 

320 325 



tac cag gac tac gag tgg ggc 1815 
Tyr Gin Asp Tyr Glu Trp Gly 
295 300 

gtg cgc gag gcg ttc teg gec 1863 
Val Arg Glu Ala Phe Ser Ala 
310 315 

etc ttc gac cag gac age aag 1911 
Leu Phe Asp Gin Asp Ser Lys 

330 



tac gcg aac ccg aac egg ctg gag acg ttc etc gac aac cac gat egg 1959 
Tyr Ala Asn Pro Asn Arg Leu Glu Thr Phe Leu Asp Asn His Asp Arg 
335 340 345 

gcg egg ttc etc acc tgg gec gat gac aac tat cag egg ctg cgc tea 2007 
Ala Arg Phe Leu Thr Trp Ala Asp Asp Asn Tyr Gin Arg Leu Arg Ser 
350 355 360 

gga ctg acg ttc etc eta acc tec egg ggc gtg ccc gtg ate tac tac 2055 
Gly Leu Thr Phe Leu Leu Thr Ser Arg Gly Val Pro Val He Tyr Tyr 
365 370 375 380 
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ggc acc gag cag gcc gac gac ggc aac ggc aac ccc tac gag gta ccg 2103 

Gly Thr Glu Gin Ala Asp Asp Gly Asn Gly Asn Pro Tyr Glu Val Pro 

385 390 395 

ate gcg aac aag gac aac cgc aag gac atg gag age ttc gat cag aac 2151 

He Ala Asn Lys Asp Asn Arg Lys Asp Met Glu Ser Phe Asp Gin Asn 

400 405 410 

teg aac etc tac aag cac ate cag egg ttg acc gcg ate aag gcc get 2199 

Ser Asn Leu Tyr Lys His lie Gin Arg Leu Thr Ala lie Lys Ala Ala 

415 420 425 

tac ccg get ctg cag gtc ggc aca cag cgc gag atg tgg tec gac acc 2247 

Tyr Pro Ala Leu Gin Val Gly Thr Gin Arg Glu Met Trp Ser Asp Thr 
430 435 440 

tec gtc tac ggg ttc teg cga cgc gtc gac age acg ggt gcc gag gcg 2295 

Ser Val Tyr Gly Phe Ser Arg Arg Val Asp Ser Thr Gly Ala Glu Ala 
445 450 455 460 

atg acc ttc teg teg aac teg tgg acg acg cag acg cgc acg gtg ccg 2343 

Met Thr Phe Ser Ser Asn Ser Trp Thr Thr Gin Thr Arg Thr Val Pro 

465 470 475 

ctg cgc gcc gag age teg ate acg gtc ggt acg acg ctg acg aac etc 2391 

Leu Arg Ala Glu Ser Ser He Thr Val Gly Thr Thr Leu Thr Asn Leu 

480 485 490 

atg aac acg ggc gac acg gtg acc gtg acc gcc ggc ggt gtc acg ggg 2439 

Met Asn Thr Gly Asp Thr Val Thr Val Thr Ala Gly Gly Val Thr Gly 

495 500 505 

aag cag ate acc gtc tec etc ggc gag cac gag age aag gtc tat gcg 2487 

Lys Gin He Thr Val Ser Leu Gly Glu His Glu Ser Lys Val Tyr Ala 
510 515 520 



» 
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ccc ggc acc ccg gta teg gca tac age ccc gaa gcg cgc aac ace acg 2535 

Pro Gly Thr Pro Val Ser Ala Tyr Ser Pro Glu Ala Arg Asn Thr Thr 
525 530 535 540 

aag ate cgc gtg cac tac aac gtg ggc etc ggg cac age ate gcg ate 2583 
Lys He Arg Val His Tyr Asn Val Gly Leu Gly His Ser He Ala He . 

545 550 555 

cgc ggc gac gag tac ccg ttc acc tgg acc tec ggc cga ggc gcg cgc 2631 
Arg Gly Asp Glu Tyr Pro Phe Thr Trp Thr Ser Gly Arg Gly Ala Arg 

560 565 570 

aac gtc gcg tec gac gtc tgg gag ttc gag gtc gag cgc ate ccc gac 2679 
Asn Val Ala Ser Asp Val Trp Glu Phe Glu Val Glu Arg He Pro Asp 
575 580 585 

ggt gag acc ttc cag ttc aag cct ctg ate gac gac gtc acc tgg teg 2727 
Gly Glu Thr Phe Gin Phe Lys Pro Leu He Asp Asp Val Thr Trp Ser 
590 595 600 

acc ggc ggc aac ttc acc ggg acg ggc ggc gac gtg ate gac ate tac 2775 
Thr Gly Gly Asn Phe Thr Gly Thr Gly Gly Asp Val lie Asp He Tyr 
605 610 615 620 

ccc acc ttc tga acccatccct cccgggactc caccgaaagg atgcttgtga gecac 2832 
Pro Thr Phe 

accatcgaac ggccctctcg cctcgacacg geaaggegeg ccttctcctg gcgcgacgcg 2892 

gtcgtctacc aggtctacct gcggtcgttc cgcgacgcga aeggegaegg catcggcgac 2952 

ctcggcggcc tgagccaggg tctcgacgcg atcgccgcac teggctgega cgccatctgg 3012 

ctgaacccct gctacgcctc gccccagcgc gaecaegggt acgacatcgc cgactacctg 3072 

acgatcgatc eggegtaegg caccctcgag gagttcgacg aggtggttcg ccgagcgcac 3132 

gagcteggge tgcgcgttct gatggacatg gtcgcgaacc actgctcgtc cgaccacgcc 3192 
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tggttccagg cggcgttggc cgccgagccc 
cgcgacggcc tcggccccga tggcgaactg 
gggctcgcct ggacccgcgt caccgagcgc 
tcctttgata cgagccagcc cgacttcgat 
gagaacgtgc tgcggttctg gttcgagcgg 
cacggccact tcaaggacgc cgccctgccc 
ggccacaacc acggcatgtg ggaccagccc 
gcgctcggcg atgcctacga gcccgagaag 
cccgaccggc tggccgacta cctgcgaccc 
ctgctcgtgc agccgtggaa cgccgaccgg 
gtcggacgcg ggtggccggc ctggacactg 
cgctacggcc aggagcagcc gttggatgaa 
cgacgcaggg gcccggccga tctggatcgc 
ctcgccctcg cgctcccggg gtcgatgtac 
gaggttctgg atctcccgga tgctgcgcgc 
accgagctcg gccgggacgg gtgccgcatc 
ttcggattca gcgacgcggc cgccgccacg 
gcgttcgccc gggcgacgca ggcggccgat 
ctcctcgcca cgcgccgcac ccacctccgc 
gcaggtgccg aggtgctcgc cttccgacgc 
tccgcaccct tcacgccgcc gtccgcctgg 
ccgctgacgg gatcc 



ggcagcgacg agcgggcgcg cttcatcttc 
ccgccgaaca actgggacag cgtcttcgga 
gacggacgcc ccgggcagtg gtacctccac 
tggcggcacc ccgcggtggc cgagcacttc 
ggagtcgacg gcttccgcat cgacgtcgcg 
gaccacccgg gtggccgggg gcctgacgcc 
gaggtgcacg acctctatcg ctcgtggcga 
tacttcgtgg gcgagatctg ggtcccctcc 
gacgagctgc acaacgcctt ctcgttcgat 
ttccggaagg cgatcgagac cggactcgcc 
gccaaccacg acgtgcatcg tgcggtcacc 
gccctgccga ccgacatgat cgccgcggcg 
ggtcttcgcc gtgcgcgcgc ggcagccgcc 
ctctatcagg gcgaagaact cgggttgccc 
caagacccga tctggacccg ctcgaacggc 
cccctcccct ggacgcgaga gggccgcacc 
acctggctcc cgcagcccgc gtggttcggc 
cccgactcga tgctctcgct gcatcgcgat 
ggaacggagc cgatcgtctg gctgtccccg 
ggggacgtcg tggtcgtcac gaacttcggc 
ggcgcgctct cgccgctcct ggcctcccag 



